elLab Manuals
EST Finder

1. Introduction

The eLab EST Finder can be used to search the sequence data available within the EVOLTREE
project.

2. Search
There are two possibilities to search for ESTs:

e Select a species to get all available EVOLTREE ESTs for it:

Available Species:

fbies alba 2.287
Fagus sylvatica 34.138
Eraxinus excelsior g.030
Lymantria dispar 15.503
Lymanttia rmonacha 16,695
Picea abies 7.279
Pinus pinasker 11.395
Pinus sylvestris 13.805
Podocarpus oleifolius 657
Cuercus petraea 39,121
Quercus robur 52.853
Tortix viridana 18,174

¢ Insert a search term and select the search scope:

Search:

annotations
[ esTLab IDs

Search for:

Search



3. Result View

The search results are then displayed in a new window:

eLab EST Finder :: Result

5134 ESTs found
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Search Term:

Species
Fagus sylvatica

Fagus sylvatica

Fagus sylvatica
Fagus sylvatica

Fagus sylvatica
Fagus sylvatica
Fagus sylvatica
Fagus sylvatica
Fagus sylvatica

Fagus sylvatica

Fagus sylvatica

Fagus sylvatica

Fagus sylvatica

protein Select Species; | -- All --

Annotation

PO400633 p2002.1 {f DNA-BINDING FINGER ZINC ZINC-FINGER PROTEIM METAL-
BIMDING

Q7XI55_ARATH At2g1 7400 pratein. - Arabidopsis thaliana .
R15A1_ARATH 405 ribosomal prokein 515a-1. - Arabidopsis thaliana .

PD101126 p2002.1 |f KINASE TRAMNSFERASE SERIME/THRECMINE-PROTEIM ATP-
BINDIMG ATSGSEIS0/K19M22_150 PROTEIN-TYROSIMNE &-LIKE

MFAP1_CHICE Microfibrillar-associated protein 1 . - Gallus gallus |

TCPH_CHICK T-complex protein 1 subunit eta | - Gallus gallus |

ASAYQ1_NWITVI Putative uncharacterized protein. - Vitis vinifera .

RLS_ZUCSA 605 ribosamal protein LS, - Cucumis sakivus .

ChE1_ARATH Molvbdopterin biosynthesis prokein ChxL . - Arabidopsis thaliana .
ASBMOZ_WITYI Putative uncharacterized protein, - Vitis vinifera .

EMS0&_ARATH Ankyrin repeat domain-containing protein EMBSO6, chloroplast
precursor, - Arahidopsis thaliana .

Y1491 _ARATH DUF246 domain-containing protein Ab1g04910, - Arabidopsis
thaliana .

RACT_ARATH Rac-like GTP-binding protein ARACT . - Arabidopsis thaliana .

The following items can be found in the result view:

Total number of ESTs found:

5134 ESTs found

The search parameters can be reviewed here:

Search Term: prokein

You can refine your search by selecting a species and clicking on “Refine”:

W

Refine



Select Species: | -- Al -- Refine
- all --
Abies alba
Fagus sylvatica
Fraxinus excelsior
: | yriantria dispar
otation L ymaritria monacha
IGER ZINC ZINC-FINFicea abies
Finus pinasker
Finus sylveskris
rabidopsis thaliana Podocarpus oleifolius
Duercus petraea
uercus robur
LASE SERINE/THRE(T ortix viridana

TETARLTWDETRIE £ TFE

5a-1. - Arabidopsis

4. Details View

When clicking on an EST name more details are shown:

elLab EST Finder :: View EST

Details of EST: Data comes from:

BB Stackpack Database

wWZ0ADPAALDYALS ]
PICME Material Database

The EST belongs bo the Following library:

WZOAQPAA CEiE Library Database @
Species Quercus pekrasa
Tvpe cDMA library
Cwwner Pla
argan rooks
Tissuge roaks
Developrental RMA extracked From § stress roots: 1710°C 3 daysz[35°%C 4 days3)C0z2
Stage T00pprd/waker skressS) hypoxie 48h
Awailable in PICME YES
Size 4,964 Sequences
Data from CBiB Stackpack Database Data from PICME Material Database

The following items are available in the details view:
¢ Inthe header, the name of lab id of the current EST is shown:

Details of EST:

wW20APAAIDYALY



e Beside the lab id the name of the database(s) where information about the EST is stored is (are)

shown:

Data comes from:

BiB Stackpack Database
PICME Material Database

¢ Inthe table below the header the main parameters of the library the EST belongs to are shown:

The EST belongs to the Following librarsy:

WZ0AQPAA

Species

Type
COwner

BB Library Database @

Quercus petraea
cDMA library:
Pla

When clicking on the link “CBiB Library Database” you are redirected (and automatically logged in)
to the library database to view more details about the library.

e At the bottom of the details view there are two tabs to show more information about the EST.
Currently two tabs are available: Information from the CBiB Stackpack database and information
from the PICME Repository Centre database.

The CBIB Stackpack database stores sequence information and annotations:

[Data from CBiB Stackpack Database Daka From PICME Material Database

WZ0ADPAALIDYAL4CM1

Annokation
Sequence

WZ0AQPAALIDYAL4FM1

Annokation
Sequence

T R B I
B R A R I B B L B K AR N T TG GG RN R RN
o G AGATCTTGTCCT
TACCTTETTTTCTAAAAAAAAGECTGAMGAGGAGCTCCCCCACARMCCCCCARCTTTT
ATTAGCGACGACAACCTCAAARAACTCTTCTCARACCGAAAAAAACACCACATAAACT
CCGEAGGGEAGTGAAGCGT GG ACACCTTCGCCGEATCGAGAGTGT TEACACAATCAG
AGCCCCAACARGARGEAGECEEEAMAAGEAGTEEATAAAGALAACCARRGAGAATACT
CAGGEGGEGCGCCCARCGCTGECCGCGCCCEACCAAG G EECAAGEGEEEAAGACCCCT
ACAGAGGCGTTTTCGGCTCTATCGEGGCGATCTCAACAAAATCGCTETCGTATTICGGET
TR CCCECAGGAACGCACCET TARMACACGCGGEGEEGEETGCTCCCCCACAGEETTAC
CGGCEEAGATAATCCCCCCREEAGTEECAACAMC TECCECCOCCAGAGGEIGEECGEEG
CCTECACCAMGGAACCCCTECTAATARGGEEGEGEEEECCCCCAATTARGACCGECGEET
CCCTTGEEEEARAMCCACGEGCARCGETGAGGCGGCATTTGACARAACTCCCCCGAMS

T T T T T A TG G T T A T T o o
B B B I R R R R KRR R KK R KN RTT
GGCCAACTTTTTTETACAAAGT TET OO T EARACCCAC A MG CAARCCAARGICG
AGCTCT T CCCTCACCATEECGGC G TACGECEECTCTAGCTCGCTTCTCCARAAAA
TCCCTARCTTCCACCARCTACC TCAMCCTCCTCCAMCGCACACTCGCCACGTCAGCAT
AT CEC T CACCATCGCCGAMGAGCGTGATCACACCTTCGUCGEATCGCGTGAG
TTEEEACTACAGAGEICAGAGEAGGATCAT TCCGCTAGATCAATGECTTCCGARGATC
GCAGTEEATGCTTACGTEECG I CAACGTGETCCTCGCCGECCARGTCACCGTCTGECG
ACGEAGCCTCCGT T Taaat CaaaT CaET TCTTCGGGGCGATCTCAACAAMATCACCET
CaGATTC TG TCCAATET TCAGEAACGUTCTGTTATCCACGOCGCTTGETCCTCTCCC
ACTEEAC TG GG AGAGACAATCGTTEAGAGATTTGTGACAATTGETGCATACAGTC
TCCTECEATCCTGCACGATTEAGCCGEAGTGCATTATTEEECAGCACTCCATTCTTAT
GEAAGET T TTEGETEEARACCCACTCTATC CTTEAGECTGEETCTETEGEET TCCCCC




The PICME material database stores gel length and state of the EST:

Data From CBiE Stackpack Database Data from PICME Material Database
WZ0AQPAALODYAL4FM1 PICME Material Database @
Gellength 1443
State Ok

3.4. Application Properties

At every view the so-called “Application Properties” are shown on the right side. This window contains
some information about the current EST Finder session:

Application Properties

i oo are logged in as:
Johanna Schmidt

5 Current Page:
EST Details

4@ Previous Page:

Fesult
[oo back]

The first paragraph contains information about your user account - whether you are recognised as an
EVOLTREE member, or as guest user.

The two paragraphs show the page which is currently viewed, and the page which was displayed
before. By clicking on the link “[go back]”, you can jump back to the previous view.



